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A SWLAl: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VL DOMAIN OF CHIMERIC ANTIBODY TEDW 



EcoRV(242) 

GGGGATATCCACCATGGAGACAGACACACTCCTGCTATGGGTGCTGCTGCTCTGGGTTCCAGGTTCCACAGGTGACATTGT 
► METDTLLLWVLLLWVPGSTGDI V 

Pstl(377) 

GCTGACCCAATCTCCAGTTTCTTTGGCTGTGTCTCTAGGGCAGAGGGCCACCATATCCTGCAGAGCCAGTGAAAGTGTTGA 

► LTQSPVSLAVSLGQRAT I SCRASESVD 

Kpnl(427) 

TAGTTATGGCAATAGTTTTATGAACTGGTACCAGCAGAAACCAGGACAGCCACCCCAACTCCTCATCTATCGTGCATCCAA 

► SYGNSFMNWYQQKPGQPPQL L I YRASN 
XbaJ(482) 

TCTAGAATACGGGATCCCTGCCAGGTTCAGTGGCAGTGGGTCTAGGACAGACTTCACCCTCACCATTAATCCTGTGGAGGC 

► LEYGI PARFSGSGSRTDFTLT I NPVEA 

TGATGATGTTGCAACCTATTACTGTCAGCAAAATAATGCGGATCCTCCCACGTTCGGAGGGGGGACCAAGTIGGAAATCAA 

► DDVATYYCQQNNADPPTFGGGTKLE I K 

Sail (650) 
ACGTAAGTCGACGCT 

► R K S 



B SWLAl: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VH DOMAIN OF CHIMERIC ANTIBODY TEDW 

EcoRV (242) 

GGGGATATCCACCATGGCTGTCTTGGGGCTGCTCTTCTGCCTGGTGACATTCCCAA 

► mavlgllfclvtfpscvlsqv 

AGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCTGTCC^TCACATGCACTGTCT(^GGGTTCTCA 
►QLKESGPGLVAPSQSLS I TCTVSGFS 

TTAACCAACTATGATATAAAITGGGTTCGCCAGCCTC 

► L T N Y D I NWVRQPPGKGLEWLGI IWGD 

CGGGAGCACAAATTATCATTC^GCTCTCATATCC^^ 

► GSTNYHSAL I SRLSI SKDNSKSQI F 
TAAAACTGAACAGTCTGCAAACTGATGACACAGCCACGTACTACTGTAACTACCCGTGTTTATATTTCTATGGTATG 

► LKLNSLQTDDTATYYCNYPCLYFYGM 

Nhel (663) Sail (684) 

GACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCTTCAGCTAGCACAACAGCCCCATCAGTCGACCCA 

► dywgqgtsvtvssas 
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FIG. 2 



A SWLA2: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VL DOMAIN OF CHIMERIC ANTIBODY TEFE 

EcoRV(243) 

GGGGATATCCACCATGGATTTTCAAGTGCAGATTTTCAGCTTCCTGCTAATCAGTGTCACAGTCATATTGACCAATC3GAGAAA 
► MDFQVQI FSFLL I SVTV! LTNGE 

BsO (372) Pstl(384) 

TTTTGCTCACCCCGTCTCCAGCAATCATAGCTGCATCTCCTGGGGAAAAGGTCACCATCACCTGCAGTGCCAGCTCAAGTGTT 
M LLTPSPAI I AASPGEKVT 1 TCSASSSV 
Kpnl (419) 

AGTTACATGAACTGGTACCAGCAGAAACCAGGATCTTCCCCCAAAATCTGGATTTATGGTGTATCCAACCTGGCTTCTGGAGT 

► SYMNWYQQKPGSSPKIWI YGVSNLASGV 

TCCTGCTCGCTTCAGTGGCAGTGGGTCTGGGACATCTTTCTCTTTCACAATCAACAGCATGGAGGCTGAAGATGTTGCCACTT 

► PARFSGSGSGTSFSFTI NSMEA EDVAT 

Sail (642) 

ATTACTGTCAGCAAAGGAGTAGTTACCCATTCACGTTCGGCTCGGGGACCAAGCTGGAAATAAAACGTAAGTCGACGCT 

► yycqqrssypftfgsgtklei krks 



B SWLA2: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VH DOMAIN OF CHIMERIC ANTIBODY TEFE 

EcoRV (242) Ndel (295) 

GGGATMCCACCATGGACAGGCT 

► MDRLTSSFLLL I VPAYVL SQVTL 

GMAG^TCTGGCCCTGGGATA^ 

► KESGPGI LQPSQTLSLTCSFSGFSLR 

CTTATGGTATAGGAGTIAGGCrGC^^ 

► tygi gvgwi rqpsgrglewlahiwwnd 

Seal (484) 

AATAACTACTATAACACAGTCCKSAA^^ 

► nkyyntvlksrlti skdtsnnqvflki 

(^CAGTCTX^CACTGCAGATAC^ 

► asvdtadtatyycari eggsgydvmd 

Nhel (675) Sail (696) 

ACTGGGGTCmAGGAATCTCACT 

►ywgqgi svtvssas 
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A SWLA3: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VL DOMAIN OF CHIMERIC ANTIBODY TEFC 



6xFV(242) 

GGGATATCCACCAIGATGAGTCCIGCCC^GITCCT^^ 

► mmspaqflfllvlwi retngdvv 

BsB1(347) 

AIGRCCCaGACTaacrCACTITCTCXXnT 

► mtqtpltlsvti gqpasi sckssqsll 

GATQaTGfilGGRAGGACAXflin 

► DRDGRTYLSWLLQRPGQSPKRL I YLVS 

AAACTGGACTCTGGAGT<XCT<^CAGGTTCACIGGCfiG^ 

► kldsgvpdrftgsgsgtdftlki srve 

QCTGAGGATTTGGGA£JITTiVITATIGCIGGCAAGGTA 

► aedlgvyycwqgthfpltfgagtklel 

Sell (653) 

AAACGTARC3TCGACC 

► K R K S 

U SWLA3: HEAVY CHAIN SEQUENCE 

° DNA AND AMINO ACID SEQUENCE OF THE 

VH DOMAIN OF CHIMERIC ANTIBODY TEFC 



EcoRV (1425) 

► mdfglslvflvltlkgvqcdvklv 

GGACTCK3GGGGAGG^^ 

► ESGGGLVNPGGSLKLSCAASGFTFSSY 

BspEI (1611) 

racCATGTCnXMCnTC^^ 

► TMSWVRQTPEKRL EWVAS I SSGGTYTY 

CmrCX3\GACAGTX^^ 

► YPDSVKGRFT I SRDNAKNTLYL QMTSL 

GAAGTCIGAGGACACAGCC^^ 

► KSEDTAMYYCSRDDGSYGSYYYAMDYW 

Nhel (1861) 

GGGTCAAGGAAaTTCMTCA^^ 

► GQGTSVTVSSAS 
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FIG. 4 



SWLA1: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
ABERRANT VL DOMAIN 

EcoRI EcoRV 

CAGAATTCGCCCTTGGGGATATCCACCATGGAGACAGACACACTCCTGCTATGGGTACTGCTGCTCTGGGTTCCAGGT 

► metdtlllwvlllwvpg 

TCCACTGGTGACATTGTGCTGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGGCCACCATCTCATAC 

► S T G D I VLTQSPASLAVSLGQRAT I S Y 

AGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATGCACTGGAACCAACAGAAACCAGGACAGCCACCCAGA 

► rasksvstsgysymhwnqqkpgqppr 

EcoO109l 

CTCCTCATCTATCTTGTATCCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTC 

► L L I YLVSNLESGVPARFSGSGSGTDF 

PflMI 

ACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTCAGCACATTAGGGAGCTTACACGTTCG 

► tlni hpveeedaatyycqhi reltrs 

GAGGGGGGACCAAGCTGGAAATAAAACGGNCTNATGCTGCACCAACTGTATCCATCTTNAAAANCATCAGTTCTAGAG 

► eggpswk- 

EcoRI 

AAGGGCGAATTCC 

FIG. 5 

SWLAl: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
NON-EFFECTIVE 2ND VH DOMAIN 

EcoRV (242) 

► mnf gl swvf fvvfyqgvhcevq 

► lvetggglvqpkgslkl scaasgftf 

CAAIACCAAIGCCAIGAACI^^ 

► NT NAMNWVRQA PGKGL EWVA R I RSKS 

► NNYATYYADSVEDRFT I SRDDSQSML 

► YLQMNNL KTEDTAMYYCVRNYYDYDA 

Nhel (675) 

► WSAYWGQGTVVTVSSAS 
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SWLA1: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
ABERRANT VH DOMAIN 



EcoRl EcoRV 

cagaattcgcccttggggatatccaccatggagacagacacac^^ 

► metdtlllwvlllwvpg 

tccactggtgacattgtgctgacacagtctcctgcttc 

► S T G D I VLTQSPASLAVSLGQRATI SY 

AGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTAT^^ 

► rasksvstsgysymhwnqqkpgqppr 

EcoO109l 

CTCCTCATCTATCTTGTATCCAACCT 

► L L I YLVSNLESGVPARFSGSGSGTDF 

PflMI 

ACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTAOT^ 

► tlni HPVEEEDAATYYCQHi reltrs 

GAGGGGGGACCAAGCTGGAAATAAAACGGNCTNATGCTGCACCAACT^ 

► eggpswk* 

EcoRi 

AAGGGCGAATTCC 



FIG. 7 

SWLA2: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
ABERRANT VH DOMAIN 

EcoRl EcoRV 

ggaattcgcccttggggatatccaccatgggatggagctgggtcatgctctttctcctggcaggaactgcaggtgtcct 

► mgwswvml f l lagta gvl 

EcoRV 

CTCTGAGGTCCAGCTGCAACAGTCTGGACCTGAGCTGGTGAAGCCTG^ 

► SEVQLQQSGPELVKPGASVKI SCKTS 
GGATACACATTCACTGAATACAACATGCACTGGGTGAAACAGAGC^ 

► GYTFTEYNMHWVKQSHGKSLEWI GGI 
ATCCTAACAATGGTGGTACTAGTTACAACCAGAAGTTCAAGGCCAAGGCC^CATTGACTGT^ 

► NPNNGGTSYNQKFKAKATLTVDKSSST 
AGCCTACATGGAGCTCCGCAACCTGACATCTGAGGATTCTGCAGTCTATTACTGTGCAAGGG 6GGTTTAT GATGGTTA 

► AYMELRNLTSEDSAVYYCARGV y DGY 
CTCCCTTTTGACTACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCAGCCAAAACAACAGCCCCATCGGTCTATCCAC 

► SLLTTGAKAPLSQSPQPKQQPHRS I H 

TGGCCCCTG 

► W P L 
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